This volume marks the fourth meeting of the Symposium. The explosive growth of computational biology has been paralleled by a proliferation of conferences in the area. PSB remains one of the preeminent, and we think that is a result of our unique strategy of organizing the meeting by soliciting session proposals from the community every year. That approach has allowed us to be broad in coverage, yet stay focused on the most active new areas. New topics for us this year include physiological modeling, data mining, and disordered regions in proteins. We are also pleased to have for the second year a session on the important emerging area of gene expression data analysis and modeling.
